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Human TPSAB1 qPCR Primer Pair
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QH24333S Human TPSAB1 gPCR Primer Pair 200X
FEamiE T
» Human TPSABI qPCR Primer Pair, EJIATPSABL qPCR5I#7%, TZMH T T SYBR GreenffJqgPCR, One-Step qRT-PCREX

>

semi-quantitative PCR, A5¥afskiit. £idqPCRIIE. FRAIS YWY,
gPCR (Quantitative PCR)BIE&PCR, WHRELH % E BPCRE LM & & PCR (Real-time quantitative PCR). SZHfPCR
(Real-time PCR), /E—M{EDNAY R MIIFEF, PATOLEBNEF DI RATE RN (PCRERE=YEREN L, qPCRE
PRI 5 2SYBR GreenF i EHRHAMIIREHE, SYBR Greenué ekl B M AW A UL, JER R IVDNALE & 4kl
SYBR Greens AU PCRISFEHFIEIPCRY /= ; MitRETi%(Probe method), WA #F A TagManiRErE, MERADE LS
B, TR A IR EE AR K E A (Quencher) ARIC I DNATREHE M RUE IS PCRAGIIY B AR 741 (1,2]0

X TSYBR Green¥GuklE, FIMEXREL, REFSIVW-HRABARIFENGIEHELE, e TRIFEERE, R4
B, VSRS, 5IM_RERERAERK, qPCREGETISE; ARFRF5 1PN —RATESSMNE T (Span exon junctions), MG T X
HRNHADNA (gDNA)Y#[3,4]; RRZFINEIWF=RAEFEER, JLPFEE THAEARVNENER; 31N TmHELI60°C, K245
=) (Amplicon) UK EZ190-160bp, R = KIETRALE A& ME 5@ G Y E (Primer Panel/Primer Array),

AP ATIRGE TR, S8 & ER519% (Forward primer, AR _EH7519) & A51% (Reverse primer, FR NilF5(49)%
1nmol, ##2nmol, ~&EEEES(Nuclease-free), HFEIMA400pBAKIAMRK2.5uM each, BRI, 1%20ulsk25ulikZ
R2ul51Y, AF=&EE R DA T200/RgPCRE S,
Gene Information

Gene Name tryptase alpha/beta 1
Gene Symbol TPSABI1
Synonyms TPS1; TPS2; TPSB1; TPSB2; Tryptase-2
Organism Human
Gene ID 7177
UniProt ID Q15661

Main Accession No. NM_003294
BC028059, NM_003294, NM_003294.1, NM_003294.2, NM_003294.3, BC028059.1,
BC038416, BC051852, BC065923, BC074974, BC074975
Map Location 16p13.3
Pathway -

Other Accession No.

Tryptases comprise a family of trypsin-like serine proteases, the peptidase family SI.
Tryptases are enzymatically active only as heparin-stabilized tetramers, and they are
resistant to all known endogenous proteinase inhibitors. Several tryptase genes are
clustered on chromosome 16p13.3. These genes are characterized by several distinct
features. They have a highly conserved 3 UTR and contain tandem repeat sequences at
the 5 flank and 3 UTR which are thought to play a role in regulation of the mRNA
stability. These genes have an intron immediately upstream of the initiator Met codon,
which separates the site of transcription initiation from protein coding sequence. This
feature is characteristic of tryptases but is unusual in other genes. The alleles of this
gene exhibit an unusual amount of sequence variation, such that the alleles were once
thought to represent two separate genes, alpha and beta 1. Beta tryptases appear to be
the main isoenzymes expressed in mast cells; whereas in basophils, alpha tryptases
predominate. Tryptases have been implicated as mediators in the pathogenesis of
asthma and other allergic and inflammatory disorders. [provided by RefSeq, Jul 2008]

Gene Summary

Amplicon Information
Amplicon Length (bp) ‘ 138




NCBI mRNA ID NM_003294.4
NCBI Protein ID NP_003285.2
Ensembl Transcript ID | ENST00000338844.8
Ensembl Gene ID ENSG00000172236.18
Ensembl mRNA ID TPSAB1-201
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QH24333S Human TPSAB1 qPCR Primer Pair 1nmol each
— iR 117
RIEFSM:
20°CIRfE, BN ERIEHHTIE Y 7%, B S HRRl,
AREI
> PCRY YN KER e AR R G EELMEREAmMAERZER,
> BRAKRZRHNG W R ARG, B BORTERIZL(Melt curve) AT ABEY 1 SRR St QiR VA — Mafgh

Ll (O 7 AR TR KL EE RDONBEDNA I Tm ), VERH A — R —r=Y); RGN, 2, ATREZS Y

TRIKSARR R Y . AR AR DNATG B, IR BRI R, A IOR BN S ENRA N B (No template control, NTC),

B RARZ H B0 S BRI ASMNRI AT [ S 2H 55, FRAEAE S F LA TCAEAON BRFLAB R - =, RIHIMT R S 1 RIASHE

HFERE Y 1,

> HRMAKRTEEY W54, SRR #5qPCR Mix,

> APEECRTEW A RRRERT A, MEATIRRSEEGETT, MEATRELEZ R, MEERTEEEEN,
> NTIENZEREE, EELRRITES— X ETFERE,

ERAE:

1. PCRIZMEFRIBEHE :

a. JREAT AT, 3000-8000 X gBHL17r#h, DARGH S5 [V FREUR, BEIMA400pl@8AUK, Joiir s FaEiRSER, R
JE B OHLPIE L LR, I35 G ERBWATIRS, BIf§400ul 2.5uM eachfyPrimer Mix, #B4li/KifEF{# F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. RlfEHIESIPCRIR M T & #IIA . SYBR Green qPCR Mix# 5 mifEHIES G & Tk L8ivk&E W, #HEFEHH
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fji5%AY) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
gRT-PCR Kit (Fii5 %) (D7509).

c. ZE MRIERRBIKIA HIZEPCRRMIKR, PA6fLikFIBeyoFast™ SYBR Green qPCR Mix (2X) 94,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
HL: BEIIYNLIREH0.2-0.5uM eachi FI3R1G REFIVESTUZCR, WATRIBIEHAE0.1-1.0uM each i IARES [MH94%
W,
H2: JEHDNAKRKEDLAL-10ng cDNAASE &R, FRARYAMIERSESERENEREEORE, WELE, ATk
AR B AR TR R, DARER R &, RT-PCRIMSFIFICDNA EE/EABARES, HNmaE N2y
PCRZ M EATIR10%,
H3: 96FLIRHIIETE PR ZR J920ul, W] DARIESERRSEIR TR oK, H&bufli R/ N MR R,
4 EBOLE BRI B,

d. ABESBREITRSSHEM VortexiRs), iRk LED, MRANRETER, #H#EF 8 HABeyoFuge™ HEAlBU LA E O
(FEH R, 2500rpm) (E6758) M THHE L,

e. KRELFHPCRI M E s PCRX AR E THOLTE BPCRIL L, FFUAE BPCRII,

2. PCRIRMF)F:

TEReal-time PCRR M ETHATEARAIAIAM:, EE BT NISC 2778, EXAHEGCEME Y ERNER5-1075%, RFEFZR

ABI QuantStudio™ 6 FlexZ&Ew EPCR{CHHA:

a. WAEME: 95°C 29748,

b. B 95°C 158);

c. IEX/EEM: 60°C 15-30%D;
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. EELEDHIY e, HIHA0MER,

FAMRHIER AT (FTIE) . 95°C 158D, 60°C 15%H, 95°C 15%D;

f. BHATOEE B PCRIGRHEIVR A I HTEE R

E: PLERBAERIQPCR M ASE, NHZ%H, KRN AFREMR, 5IWERSHRRTS R, TRESNR. 517, BRA
B IR E B BB 461, R ELBUOR S N A R EIR A IEQPCR, WK =4 1%qPCR, HFEIRK/EM
JEIN—472°C 30, BEEEELED, cMIEMATIX—LERIL40MEIRHTA],

o o
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1. AAZ5194:
e S 7 AR %
QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000¢%
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000/X
QH00017 Human HCK gqPCR Primer Pair 200/1000¢X
QHO00021 Human HMBS qPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 qPCR Primer Pair 200/1000¢%
QH00029 Human HSP90AA1 qPCR Primer Pair 200/1000¢%
QH00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QH00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QHO00045 Human PGK1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢%
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢%
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 gPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000¢X
QHO00069 Human TBP gqPCR Primer Pair 200/1000¢X
QH00073 Human TFRC qPCR Primer Pair 200/1000¢%
QHO00077 Human YWHAZ gqPCR Primer Pair 200/1000¢%
QH00081 Human PPIH qPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A gPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QHO00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

2.

1 @ HGAPDH, RPLPO, ACTB. TUBBFMIB2MfENNZ, HIMRX=FLEHMELRFTFR, 7JUAZIAEHHPRT1
RNA18SSTEANS, NIKFHREAISLIRMER, EIRs [Py a i [5-6].
NS 5P

7 iR S et (25
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QM00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢%
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢X
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QMO00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QM00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
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QMO00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢%
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QM00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QM00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢%
QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢%
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢%
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢%
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QM00086 Mouse Sdha gPCR Primer Pair 200/1000/X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QM00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

#: #HEMFHGapdh. Rplp0. Actb. TubbMIB2mfEANS, (HUMRIX=FHILHEH ALK, TAZIA M HHprt1siRnl8s
TERNZ, AIREHRESERRCE, LiRg1Yya] R HEH[5-6],
3. EFZDNA (gDNA)5 Y%t (F T gDNAG Fefanil) :

R E =2 R 2y GBS
QH00101 Human HGDC Primer Pair 200/1000¢k
QMO00098 Mouse MGDC Primer Pair 200/10007k

iE: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix X 4E#1:

2 S I AR (2R3
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step gRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, {5 4%) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fii5 §+%) 1/5/25ml
57507 BeyoFast™ SYBR Green qPC;I?IPJ{) Mix (2X, High ROX, Bfji5 4% 1/5/25ml

=
D7509 BeyoFast™ SYBR Green One-Step gRT-PCR Kit (Bji53¢%) 100/500%%
FASA011-1pc BeyoGold™ i i IM/AR
FSF002 wHEE B PCRASMRE (ABI 7 %) 20 /fu%E
FSF035-100pcs BeyoGold™ %>t 8 PCR A 4R 5 (1 B2 100y /futs
FSF039-20pcs BeyoGold™#>'t7E Bt PCR A B B (R B8, 3 11574%) 207 /0
FSF039-100pcs BeyoGold™ &)t B PCRAHIHR B (R B, i 177 4%) 100 /02
FTUB325-1box BeyoGold™ qPCR/\BkHFE (0.2ml, &, EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, “F-35, &) 1254k /&, 108/46
FTUB333 PN E = PCRA96FLIR (ABLF %) 207 /0%
FTUB384 WHEE mPCRAI384 LR (ABI732%) 20/t
FTUB335-1box BeyoGold™¢ )& s PCRAI96FLAR (0.2ml, FotRiz, iEHA) 100N/&
FTUB335-5bxs BeyoGold™Ze e B PCRAI6FLIR(0.2ml, TotEid, BEHH) 100N/&, 5E/F8
FTUB337-1box BeyoGold™# K E & PCRAII6FLAR(0.2ml, 481, 1#EHA) 100N /8
FTUB337-5bxs BeyoGold™ZE &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 101N/8, S&E/F
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